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gutfeeling (guf) gene in neuronal and myogenic late 
differentiation, 183 
kinesin heavy chain (Khc) mutations, fast axonal 
transport and motor neuron disease, 1075 
modifiers of activated Notch, 1127 
odd-skipped (odd) gene expression in embryo, 171 
P-element-induced male recombination, associated 
flanking deletions and duplications, 1623 
Pelement-induced male recombination and gene 
conversion, 1611 
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evolution of mouse T-box genes by tandem duplica- 
tion and cluster dispersion, 249 
female fertility, mating type, and effective population 
size in filamentous fungi, 557 
microsatellite and chromosome evolution of parthe- 
nogenetic aphids, 747 
microsatellites, constraints on, 1155 
mitochondrial cytochrome oxidase II gene, 1263 
mitochondrial DNA sequence variation in Europe- 
ans, 1835 
sex chromosome evolution in Drosophila, male-spe- 
cific lethal (MSL) proteins in, 705 
sex determination in Caenorhabditis elegans 


interspecific comparison of tra-1, 587 
interspecific comparison of tra-2, 597 
speciation. See Speciation 


F,-ATPase, 6-subunit, mitochondrial genome integrity 
gene (MGII)-encoding in Kluyveromyces lactis, 
1445 
Fingerprinting. See DNA fingerprints 
Fitness, fitness effects of extreme genetic change by 
selection in D. melanogaster, wind tunnel flight, 
205 
FLP-DFS technique 
detection of zygotic lethal mutations with maternal 
effect phenotypes on autosomes in Drosophila 
melanogaster, 1681 
generation of germline mosaics in Drosophila melano- 
gaster, 1673 
Full likelihood function, estimating genetic variances 


in QTL analysis, 1951 


Gene(s) 


inverted duplication and allelic variation, 265 
mutagenesis/transgenesis assay, 255 

alcohol dehydrogenase (Adh) expression in Drosoph- 
ila melanogaster, 1205 

ash2 of Drosophila melanogaster, 621 

Asm-I* and transcriptional regulation of fungal devel- 
opment in Neurospora crassa, 991 

Aa Y and Z mating-type genes in Schizophyllum com- 
mune, 1437 
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hsp70-driven sense and antisense P-element con- 
tructs, 1529 

Hybrid element insertion 

P-element-induced male recombination in Drosophila, 
1623 
Pelement-induced recombination in Drosophila mela- 

nogaster, 1601 

Hybridization, natural hybridization and doubly unipa- 
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variation at white gene of Drosophila melanogaster, 635 
Motor neuron disease, kinesin heavy chain (Khe) muta- 
tions in Drosophila, 1075 
Muscles, gutfeeling (guf) gene in myogenic differentia- 
tion, 183 
Mutagenesis, targeted mutagenesis of ¢ complex re- 
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evolution of mouse T-box genes by tandem duplica- 
tion and cluster dispersion, 249 
genetic distance measures and phylogenetic recon- 
struction from microsatellite DNA, 389 
molecular vs. functional phylogeny in sibling species 
of Drosophila simulans clade, 1321 
Phytophthora infestans, mating type locus, 1005 
Podospora anserina, premature death syndrome, sporadic 
accumulation of mtDNA deletion, 541 
Polymerase chain reaction 
gamma-ray-induced deficiencies in zebrafish, 1735 
mitochondrial DNA sequence variation in Europe- 
ans, 1835 
Polymorphism (s) 
effects of differential selection between sexes on cyto- 
nuclear polymorphism and disequilibria, 839 
genes influencing sperm displacement, 401 
G6PD nucleotide polymorphism in Drosophila melano- 
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